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Habits are things you get for free, without requiring any
special work.

—Cory Doctorow Advice to Writers, 4/5/2012
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Every object should have an isomorphism to a file

—
|

@ Export, audit, edit, and import independent of a given
program.

@ Standard file formats for portability.

@ Don't be afraid to look inside and hack on your data files.
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Run times are predictable and measurable

CLUSTALW timings on Intel Core2 T7300@2.00GHz, 32bit
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Phenotype is more diverse than Genotype
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Phenotype is more diverse than Genotype
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@ Make sure you know what you are measuring
@ Nucleic acid sequences are especially easy to address

@ Many phenotypes can be analyzed by common numerical
methods
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Start from an unbiased view
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Tools should support aggregation and annotation

(£ Java TreeView : Projects/C data. cdt ¥ @ &
Eile Settings Analysis Export Window Help

“Dendrogram |

iew Status - Usage Hints

Row: 115 (VO
Colmny g lee EERRARR

= Mouge over to get info

MITOSIS PROTEIN_PHOSF
DNA REPLICATION CRIGIN F
DN REPAIR DA _POLYMEF
RAMSPORT HEXOSE PERM
0234 |PES4 DN REPLICATION LNKNORN;

FNA EXPORT, PUTATIVE  RNE
DIN? ~ DNA REPAIR (PUTATIVE) DNt

CITOSKE!

EEE
2
¢
g
a
a]

8
ge
8

2

I

3

Vi

[V ML

V.

Vi

Vi

u

VLRD4SC  STLZ2 PINDLE

YORD33C  DHSL  DNA REPAIR EXONUCLEASE

VIL1SoW Rl CTOSKELETOM ACTIN FI

VKLD4ZW  SPCAZ  CYTOSKELETON SPINDLE

VNL225C  [CHHET OSKELETOM SPINI

YCROO2C  [CDC1O CYTOKINESIS GTP BINDINC

VLR2104  [CLB4 LL CYCLE G2/M CYCLIM
E v coc3 OKINEST PTIT

VBRD45C  GIPL  GLUCOSE REPRESSION (PUTAT

VDL1SSW  [CLB3 CLE G2/M CYCL]

VDR118W  |APCA  CELL CYCLE ANAPHASE-PF

YDR253C  MET32 METHIOWINE METABOLISM

VMR19BW  [CIKL  CYTOSKELETON

vi

TR S = N s SR ANAPHASE Th

[E2) GensTresA e/ka Project: es/B e e 2
Sporulation q -
¥ Name [sporulation | Annotation [Genes upregulated in sporulation |
[ NODEI £ RIGHT _|CORRE NAME _|ANNOTATL
0 T - [NODE152... |0.627 Sporulation|Genes up...
|no ol GENESEX [0.627
|no Ol NODEL78...[0.627
Jno ol GENEL77...[0.627.

See also: I1GV, JalView, and CytoScape
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http://xked.com/882/
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Choose appropriate statistical tools
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PLoS ONE 2:e383
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Science is a Conversation

e Follow computational methods as they evolve (Web of
Science; RSS: PubMed, GEO, arXiv, ...)
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Science is a Conversation

e Follow computational methods as they evolve (Web of
Science; RSS: PubMed, GEO, arXiv, ...)

@ As a reviewer, insist on availability of data and source code
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Science is a Conversation

e Follow computational methods as they evolve (Web of
Science; RSS: PubMed, GEO, arXiv, ...)

@ As a reviewer, insist on availability of data and source code

@ Draw on your classmates’ expertise
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We understand systems by breaking them

Source: Peter A. Lawrence via http://www.bio.davidson.edu/courses/molbio/ubx/ubx.html
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