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Mark Voorhies Practical Bioinformatics



GSE88801 Pipelines

Mark Voorhies Practical Bioinformatics



Abundance estimation with kallisto

Index transcript kmers

Mark Voorhies Practical Bioinformatics



Abundance estimation with kallisto

Index transcript kmers Assume a uniform
transcriptional profile

transcript

ab
u

n
d

an
ce

Mark Voorhies Practical Bioinformatics



Abundance estimation with kallisto

Index transcript kmers Assume a uniform
transcriptional profile

transcript

ab
u

n
d

an
ce

Assign reads based on profile

Mark Voorhies Practical Bioinformatics



Abundance estimation with kallisto

Index transcript kmers Assume a uniform
transcriptional profile

transcript

ab
u

n
d

an
ce

Assign reads based on profile

Update profile based
on assignments

transcript

ab
u

n
d

an
ce

Mark Voorhies Practical Bioinformatics



Abundance estimation with kallisto

Index transcript kmers Assume a uniform
transcriptional profile

transcript

ab
u

n
d

an
ce

Assign reads based on profile

Update profile based
on assignments

transcript

ab
u

n
d

an
ce

Mark Voorhies Practical Bioinformatics



Abundance estimation with kallisto

Index transcript kmers Assume a uniform
transcriptional profile

transcript

ab
u

n
d

an
ce

Assign reads based on profile

Update profile based
on assignments

transcript

ab
u

n
d

an
ce

transcript
ab

u
n

d
an

ce

Mark Voorhies Practical Bioinformatics



Abundance estimation with kallisto

export t r a n s c r i p t ome=”GRCm38 all mRNA”
whi le read i ; do

export jobname=”${ i } . ${ t r a n s c r i p t ome } . f r ”
k a l l i s t o quant − i ”${ t r a n s c r i p t ome } . i d x ” \
−t 4 −−s i n g l e −−f r−s t r anded − l 250 −s 50
−o ”${ jobname}” ”${ i } 1 . f a s t q . gz” \
> ”${ jobname } . l o g ” \
2> ”${ jobname } . e r r ”

done < sample names . t x t

Mark Voorhies Practical Bioinformatics


